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Splice junction 

GCGSTTTeGCTAAATACrQGeAGGCGTTTCGTeAOTATCCCCGTTTACAG/GGCQGCTTCGTC^ATAATG 
OGACTGGGTGGATCAGTCGCTOATTAAATATOATGAAAACGOCAACCCGTGGTCOSCTTACGGCGGTGATTT 



TGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACQGYCTGGTCTTTOGCGAC <^CACGCCGgA 
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flGCTTTCGCTACCTGGAG AQACGCGCCCGCTQATCCTTTQCGRATACGCCCACGCGATQQQTAACAKTrTTGG 
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QAGCATGGGCGGGACATGGGCATOrMlGGAG CCACTTCG<;;CCACGQTGCCG 
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Exons 1-10 

ATGCAGAGGTCGCCTCTGGAAAAGGCCAGCGTTGTCTCC^^CTTTTTTTCAGCTGGACCAGACC^ 

GATACAGACAGCGCCTGGAATTGTCAGACyVTATACCT^TCCCTTCTGTTGATTCTGCTGACAATCTATCTGA 

GGAAAGAGAATGGGATAGAGAGCTGGCTTCMAGAAAAATCCTAAACTCATTAATGCCCTTCXSGCGATGTT^ 

AGATTTATGTTCTATGGAATCTTTTTATATTTAGGGGAAGTCACCAAAGCAGTACAGCCTCTCT^ 

TAGCTTCCTATGACCCGGATAACAAGGAGGAACGCTCTATCGCGATTTATCTAGGCATAGGCTTATGCCTTCTCTTTAT 

TGTGAGGACACTGCTCCTACACCCAGCCATTTTTGGCCTTCATCACATTGGAATGCAGAT^ 

TTGATTTATAAGAAGACTTTAAAGCTGTCAAGCCGTGTTCTAGATAAAATAAGTATTGGACAACrrTGTTA 

CCAACAACCTGAACAAATTTGATGAAGGACTTGCATTGGCACATTTCGTGTGGATCGCTCCT 

CATGGGG CTAATCriXKKSAGTTGTTACAGGCGTCTGCCrTCTGTGGACrrTGGTTTCCTG^ 

GCrrGGGCTAGGGAGAATGATGATGAAGTAOVGAGATCAGAGAGCTGGGAAGATCAGTGAAAGACTTGT^ 

AAATGATCGAGAACATCCAATCTGTTAAGGCATACTGCTGGGAAGAAGCAATGGAAAAAATOATTO 

AACAGAACTGAAACTGACTCGGAAGGCyVGCCTATGTGAGATACTTCAATAGCTCAGCCTTCTTCTTCT 

GTGGTGTTTTTATCTGTGCTTCCCTATGCACTAATCAAAGGAATCATCCTCCGGAAAATATTC7VC 

GCATTGTTCTGCGCATGGCGGTCACTCGGCAATTTCCCTGGGCTGTACAAACATGGTATGACTCTCT^ 

CAAAATACAGGATTTCTTACAAAAGCAAGAATATAAGACATTGGAATATAACTTAACGACTACAGAAGT^^ 

AATGTAACAGCCTTCTGGGAGGAGGGATTTGGGGAATTATTTGAGAAAGCAAAACAAAACMTAACAAT^ 

CTAATGGTGATGACAGCCTCTTCTTCAGTAATTTCTCACTTCTTGGTACTCCTGTCCTGAAAGATO 

AGAAAGAGGACAGTTGTTGGCGGTTGCTGGATCCACTGGAGCAGGCAAGACGAGC^ 

TTAGA ACCAAGT GAAGGCAAGATCAAAC AITCC GGCgGCAT CAGC TTTTG CAGC CAATT CAGTT G 

CCATCAAGGAGAACATAATCrTrGGCGT CAGTTA CGACGAGTACCGCTATCG CTCG GTGATTAAGGCCTG TCAGTTGG ^ 

GGAG 

Trans -splicing domain 

GTAAGATATCACCGATATGTGTCTAACCTGATTCGGGCCTTCGATACGCTAAGATCCACCGG 

TCAAAAAGTTTTCACATAATTTCTTACCTCTTCTTGAATTCATGCTTTGATGACGCTTCTGTA 

GAAACaCCAATGATATTTTCTrrAATGGTGCCTGGCATAATCCTGGAAARCTGATAACAC^ 

GCTTAATTTTACCCTCTGAATTCTCCATTTCTCCCATAATCATCJ^TTACAACTG7\ACTCTGGAAATAAAACCCAT^ 
ATTAACTCATTATCAAATCACGCT 
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Trans -splicing domain 

AATAATGACGAAGCCGCCCCrCACGCTCAGGATTCACrTGCCCTCCAATTATCATCCTAAGCAGAAGTO^ 
TTTGTAAAGATTCTATTAACTCATTTGATTCAAAATATTTAAAATACTTCCTGTTTCACCTACTCTC 
GGAACATTATTATAACGTTGCTCGAATACTAACTGGTACCTCTTCTTTTTTTTTTGATATCCTGCAG 
Exons 10-24 

ACTTCACTTCTAATGATGATTATGGGAGAACTGGAGCCTTCAGAGGGTAAAATTAAGCACAGTGGAAGAATTTCAT^ 

GTTCTCAGTTTTCCTGGATTATGCCTGGCACCATTAAAGAAAATATCATCTTTGGTGT^ 

CAGAAGCGTCATCAAAGCATGCCAACTAGAAGAGGACATCTCCAAGTTTGCAGAGA^ 

GGTGGAATCACACTGAGTGGAGGTCT^CGAGCAAGAATTTCTTTAGCAAGAGCAGTATAC^^ 

TATTAGACTCTCCTTTTGGATACCTAGATGTTTTAACAGAAAAAGAAATATTTGAAAGCTGTGT^ 

TAACAAAACTAGGATTTTGGTCACITCTAAAATGGAACATTTAAAGAAAGCTGACAAAATATT^ 

AGCAGCTATTTTTATGGGACATTTTCAGAACTCaWiATCTACAGCCAGACTTTAGCTCAAAACT 

CTTTOSACCAATTTAGTGCAGAAAGAAGAAATTCAATCCTAACTGAGACCTTACACCGT^ 

TCCTGTCTCCTGGACAGAAACATU^AAAACAATCTTTTAAACAGACTGGAGAGTTTGGGGAAAAAAGGAAGAATT 

CTCAATCCAATCAACTCTATACGAAAATTTTCCATTGTGCMAAGACTCCCTTAa^ 

CTGATGAGCCTTTAGAGAGAAGGCTGTCCTTAGTACCAGATTCTGAGCAGGGAGAGGCGATACTCCCTCGCATCAGCGT 

GATCAGCACTGGCCCCACGCTTCAGGCAaSAAGGAGGCAGTCTGTCCTGAACCTGATGACACACT 

CAGAACATTCACCGAAAGACAACAGCATCCACACGAAAAGTGTm 

TATATTCAAGAAGGTTATCTCAAGAAACTGGCTTGGAAATAAGTGAAGAAATTAACX5AAGAAGACTT 

TTTTGATGATATGGAGAGCATACCAGCAGTGACTACATGGAACACATACCTTCGATATATTACTGTCCTiCAAGAGCrrA 

ATTTTTGTGCTAATTTGGTGCTTAGTAATTTTTCTGGCAGAGGTGGCTGCTTC^^ 

ACACTCCTCTTCAAGACAAAGGGAATAGTACTCATAGTAGAAATAACAGCTATGCAGTGATTATCACCAGCACCA^ 
GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGAT^ 

CATACTCTAATCACAGTGTCGAAAATTTTACACCACAAAATGTTACATTCTGTTCTTCAAGCACCTATGT^ 

ACACGTTGAAAGCAGGTGGGATTCTTAATAGATTCTCCAAAGATATAGCAATTTTGGATGACCTTCTGCCTC^ 

ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGCAGTTTTACAACCC 

GCAACAGTGCCAGTGATAGTGGCTTTTATTATGTTGAGAGCATATTTCCTCCAAACCTCACAGC^ 

AATCTGAAGGCAGGAGTCCAATTTTCACTCATCTTGTTACAAGCTTAAAAGGACTATGGACACTTCGTGCC^ 

GCAGCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAATTTACATACTGCCAACTGGTTCTTGTACC^ 

CXSCTGGTTCCAAATGAGAATAGAAATGATTTTTGTCATCn'TCTTCATTGCTGTTACCTTCyiTTT 

GAGAAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCT^^ 

CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 

ACCAAGTCAACCAAACCATACAAGAATGGCCAACTCTCGAAAGTTATGATTATTGAGAATTCACAC^ 

ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCACAGCAAAATACACAGAAGGT 

GAACATTTCCTTCTCAATAAGTCCTGGCavGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAGTACT^ 

TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGJ^TCCAGATCGATGGTGTGTCTTGGGATTCAATAACT 

AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAACATTTAGAAAAAACTTGGATCCCTA 

TOAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTTGGGCTCAGATCTGTGAT^ 

AAGCTTGACTTTGTCCTTGTGGATGGGGGCTGTGTCCTAAGCCATGGCCACMGC7W3TTGATG 

TTCTCAGTAAGGCGAAGATCTTGCTGCTTGATGAACCCAGTGCTCATTTGGATCCTWSTAACA 

aactctaaaaouvgcatttgctgattgcacagtaattctctgtgaacacaggatagaagcaatgctgga^ 

tttttggtcatagaagagaacaaagtgcggcagtacgattccatccagaaactgctgaac^^ 

aagccatcagcccctccgacagggtgaagctctttccccaccggaactcaagcaagtgcaagtct;^ 



Histidine tag Stop 
TGCTCrGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATO^TCATCATCAT^ 




